Background : Nontuberculous mycobacteria (NTM) should be correctly identified to the species level, because of different treatment plans among NTM species. This study was performed to assess the usefulness of real-time PCR and melting curve analysis in the identification of NTM.
비결핵항산균 동정에서 다상-실시간-중합효소연쇄반응과 융해곡선 분석의 유용성

Usefulness of Multiplex Real-Time PCR and Melting Curve Analysis in Identification of Nontuberculous Mycobacteria
Seong-Ho Kang, M.D. Background : Nontuberculous mycobacteria (NTM) should be correctly identified to the species level, because of different treatment plans among NTM species. This study was performed to assess the usefulness of real-time PCR and melting curve analysis in the identification of NTM.
Methods : One hundred fifty-two clinical NTM isolates were identified to the species level by PCRrestriction fragment length polymorphism analysis (PRA). Those strains were then identified by multiplex real-time PCR and melting curve analysis on the 16S rRNA gene and hsp65 gene.
Results 
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